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spectrum of highly hete
endothelial cells (CECs|
tri-elements of nucle

si
cyclin-dependent kinase inhibitor 2A (CDKN2A) tumor suppressor gene in each examined aneuploid
CECs, were identified for the first time across patients with diverse carcinomas. Comprehensive
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(A) Tri-element of cellular bio-chain: approaches to identify and characterize tumor cells
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(B) SE-i*FISH® to enrich and compi ively detect ic CTCs and DTCs
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i*FISH® to identify and characterize enriched tumor cells
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B Aneuploid chromosome and multi-biomarker expression in tumor cells and CECs

Linet al., 2017 Sci Rep 7:9789
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Cytogenetic rearrangements of the ALK gene and multi-tumor biomarker expression
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